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Please cancel claims 5-14 and 34-4S, amend claims 21, 24 and 33, and add new 

claims 49{60 as follows. 

Tnis listing of claims will replace all prior versions, and listings, of claims in the 

application: 

! Listing of Claims: 

1 (Original). A method for identifying a modulator of binding and/or function between a 
DmGPCRl and a DmGPCRl binding partner, comprising the steps of : (a) contacting a 
DmGPCljj binding partner and a composition comprising a DmGPCRl in the presence or in 
the absence of a putative modulator compound; (b) detecting binding between the DmGPCRl 
binding partner and the DmGPCRl ; and (c) determining whether binding or function in the 
presence jof said putative modulator compound is increased or decreased compared to binding 
or function in the absence of said putative modulator compound, wherein said DmGPCRl 
binding partner has a sequence with at least 70% sequence identity to a sequence selected 
from the ^roup consisting of SEQ ID NO: 1 86 and SEQ ID NO; 187. 



I 



2 (Origiiial). The method according to claim 1 , wherein said DmGPCRl binding partner has 
a sequence with at least 80% sequence identity to a sequence selected from the group 

consisting of SEQ ID NO: 186 and SEQ ID NO: 187. 
I 

3 (Original). The method according to claim 1 , wherein said DmGPCRl binding partner has 
a sequence with at least 95% sequence identity to a sequence selected from the group 
consisting of SEQ ID NO: 186 and SEQ ID NO: 187. 

4 (Original). The method according to claim 1 , wherein said DmGPCRl binding partner has 
a sequence selected from the group consisting of SEQ TD NO: 1 86 and SEQ ID NO: 1 87. 

i 
I 

5-14. (Canceled) 

i 
i 
I 
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i 

15 (Original). A method of binding a DmGPCR with a DmGPCR binding partner 
comprising the steps of : contacting a composition comprising a DmGPCR with a DmGPCR 
binding partner; and allowing said DmGPCR binding partner to bind said DmGPCR. 

16 (Original). A method according to claim 15, wherein said DmGPCR is DmGPCR5 (SEQ 
ID NO: 9} 

I 
1 

1 7 (Original). A method according to claim 16, wherein said DmGPCR binding partner is a 

i 

drotachykinin (DTK), 
i 

18 (Original). The method according to claim 17, wherein said drotachykinin has a sequence 
with at lekst 80% sequence identity to a sequence selected from the group consisting of DTK- 
1 (SEQ ri) NO: 169), Met8-DTK-2 (SEQ ID NO: 170), DTK-2 (SEQ ID NO: 171), DTK-3 
(SEQ ID NO: 172), DTK-4 (SEQ ID NO: 173), and DTK-5 (SEQ ID NO: 174). 

i 

19 (Original). The method according to claim 15, wherein said DmGPCR is DmGPCR7 
(SEQ ID [NO: 17). 

i 

20 (Original). The method according to claim 19, wherein said DmGPCR binding partner is 
a leucoldjtlin (LK). 

2 1 (Currently Amended). The method according to claim 20, wherein said leucokinin has 
a sequence with at least 80% sequence identity to a sequence selected from the group 
consisting of LK-I (SEQ ID NO: 175), LK-V (SEQ ID NO: 176), LK-VI (SEQ ID NO: 177), 
and LK-ym (SEQ ID NO: 178), Culekinin (SEQ ID NO: 179), LY7MMaea lymnolcinin 
(SEQ IDjNO: 180), DLK.-1 (SEQ ID NO : 181), DLK-2 (SEQ ID NO: 182), andDLK-2a 

I 

(SEQ IDjNO: 183). 

i 
■ 

22 (Original). The method according to claim 1 5, wherein said DmGPCR is DmGPCR8 
(SEQ ID' NO: 19). 
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(Orijal). The method according to claim 22, wherein said DmGPCR binding partner is 



23 

an allatos 



iiatin. 



a sequenc 
consisting 



24 (Currelitly Amended). The method according to claim 23, wherein said allatostatift has 



;p with at least 80% sequence identity to a sequence selected from the group 
of AST-C (SEQ ID NO: 184), ef and DST-C (SEQ ID NO: 1 55). 



25 (Original). A method for identifying a modulator of binding and/or function between a 
DmGPCR and a DmGPCR binding partner, comprising the steps of : contacting a DmGPCR 
binding partner and a composition comprising a DmGPCR in the presence or in the absence 
of a putative modulator compound; detecting binding between the DmGPCR binding partner 
and the DmGPCR ; and determining whether binding in the presence of said putative 
modulatojr compound is increased or decreased compared to binding in the absence of said 
putativclodulator compound, determining whether function in the presence of said putative 
modulatdr compound is increased or decreased compared to function in the absence of said 
putative jnodulator compound, wherein said DmGPCR is DmGPCR5 (SEQ ID NO: 9). 

26 (Origmal). The method according to claim 25, wherein said DmGPCR binding partner is 
a drotachjykinin. 

27 (Original). The method according to claim 26, wherein said drotachykinin has a sequence 
with at 4ast 80% sequence identity to a sequence selected from the group consisting of DTK- 
1 (SEQ ID NO: 169), Met8-DTK-2 (SEQ ID NO: 170), DTK-2 (SEQ ID NO: 171), DTK-3 
(SEQ ID NO: 172), DTK.-4 (SEQ ID NO: 173), andDTK-S (SEQ ID NO: 174). 

28 (Ordinal). A method for identifying a modulator of binding and/or function between a 
DrnGPcC and a DmGPCR binding partner, comprising the steps of : contacting a DmGPCR 
binding parmer and a composition comprising a DmGPCR in the presence or in the absence 
of a putative modulator compound; detecting binding between the DmGPCR binding partner 
and the DmGPCR ; and determining whether binding in the presence of said putative 

P 
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modulator compound is increased or decreased compared to binding in the absence of said 
putative Modulator compound, determining whether function in the presence of said putative 
modulator compound is increased or decreased compared to function in the absence of said 
putative modulator compound, wherein said DmGPCR is DmGPCR7 (SEQ ED NO: 17). 

29 (Original). The method according to claim 28, wherein said DmGPCR binding partner is 
a leucokdnin. 



30 (Origiiial). The method according to claim 29, wherein said leucokinin has a sequence 
with at least 80% sequence identity to a sequence selected from the group consisting of LK-I 
(SEQ 1d|nO: 175), LK-V (SEQ ID NO: 176), LK-VI (SEQ ID NO: 177), LK-VIII (SEQ ID 
NO: 178]|, Culekinin (SEQ ID NO: 179), Ly7linaea lynmokinin (SEQ ID NO: 180), DLK-1 
(SEQ ID jNO: 181), DLK-2 (SEQ ID NO: 182), and DLK-2a (SEQ ID NO: 183). 



31 (Origiiial). A method for identifying a modulator of binding and/or function between a 
DmGPCR and a DmGPCR binding partner, comprising the steps of : contacting a DmGPCR 
binding partner and a composition comprising a DmGPCR, in the presence or in the absence 
of a putative modulator compound; detecting binding between the DmGPCR binding partner 
and the DmGPCR ; and deteraiining whether binding in the presence of said putative 
modulator compound is increased or decreased compared to binding in the absence of said 
putative modulator compound, determining whether function in the presence of said putative 
modulatlr compound is increased or decreased compared to function in the absence of said 



putative 



modulator compound, wherein said DmGPCR is DmGPCR8 (SEQ ID NO: 19). 



32 (Original). The method according to claim 31, wherein said DmGPCR binding partner is 

an allatdstatin. 
I 

33 (Cun{ently Amended). The method according to claim 32, wherein said allatostatin has 
a sequence with at least 80% sequence identity to a sequence selected from the group 
consisting of AST-C (SEQ ID NO: 184) and DST-C (SEQ ID NO: 185). 

! 

i 5 

i 

i 
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34-48 (Canceled). 

i 

49 (New)] A method for identifying a modulator of binding and/or function between a 
DmGPCPL and a DmGPCR binding partner, comprising the steps of : 

' (a) contacting a DmGPCRl binding partner and a composition comprising a 
DmGPCR in the presence or in the absence of a putative modulator compound; 

I (b) detecting binding between the DmGPCR binding partner and the 
DmGPCJjL; and 

j (c) determining whether binding or function in the presence of said putative 
modulator compound is increased or decreased compared to binding or function in the 
absence of said putative modulator compound, 

wherein said DmGPCR and said DmGPCR binding partner are selected from the 
group consisting of: 

| DmGPCRl and a DmGPCRl binding partner has a sequence with at least 70% 
sequence! identity to a sequence selected from the group consisting of SEQ ID NO: 1 86 and 
SEQ 10^0:187; 

DmGPCRS and a dro tachykinin; 
DmGPCR7 and a leucokinin; and 
DmGPCR8 and an allatostatin. 
50 (New]). The method of claim 49 wherein said DmGPCR and said DmGPCR binding 
partner are selected from the group consisting of: 

DmGPCRl and a DmGPCRl binding partner has a sequence with at least 80% 
sequence identity to a sequence selected from the group consisting of SEQ ID NO: 186 and 
SEQ ID NO: 187; 

j DmGPCRS and a drotachy kmin that has a sequence with at least 80% 
sequence identity to a sequence selected from the group consisting of DTK- 1 (SEQ ID 
NO:169j,Met8-DTK-2 (SEQ ID NO: 170), DTK-2 (SEQ ID NO: 171), DTK- 3 (SEQ ID 
NO:172j> DTK-4 (SEQ ID NO: 173), and DTK-5 (SEQ ID NO:l74); 

i 

i 

I 
i 
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| DmGPCR7 and a leucokinin that has a sequence with at least 80% sequence 
identity td a sequence selected from the group consisting of LK-I (SEQ ID NO: 175), LK-V 
(SEQ ID kO: 176), LK-VI (SEQ ID NO: 177), LK-VHI (SEQ ID NO: 178), Culekinin (SEQ 
ID NO: lW Ly71inaealynmokinin(SEQIDNO:l80) 9 DLK-l (SEQ ID NO: IS 1), DLK-2 
(SEQ ID NO: 182), and DLK-2a (SEQ ID NO: 183); and 

1 DmGPCR8 and an allatostalift that has a sequence with at least 80% sequence 
identity M a sequence selected from the group consisting of AST-C (SEQ ID NO: 184) and 
DST-C (SEQIDN0:1S5). 

| 

5 1 (New I The method of claim 49 wherein said DmGPCR and said DmGPCR binding 
partner ale selected from the group consisting of: 

DmGPCRl and a DmGPCRl binding partner has a sequence with at least 90% 
sequence identity to a sequence selected from the group consisting of SEQ ID NO: 186 and 
SEQ ID NO: 187; 

DmGPCRS and a drotachykinin that has a sequence with at least 90% 
sequence! identity to a sequence selected from the group consisring of DTK-1 (SEQ ID 
NO:169)j Mct8-DTK-2 (SEQ ID NO: 170), DTK-2 (SEQ ID NO: 171), DTK-3 (SEQ ID 
NO: 172)1 DTK" 4 ( SE Q ro NO: 173), and DTK-5 (SEQ ID N0:174); 

I DmGPCR7 and a leucokinin that has a sequence with at least 90% sequence 
identity to a sequence selected from the group consisting of LK-i (SEQ ID NO: 1 75), LK-V 
(SEQ ID!NO:176) 7 LK-VI (SEQ ED NO: 177), LK-VIH (SEQ ID NO:178) 7 Culekinin (SEQ 
ID NO: 1(79), Ly71inaea lynmokinin (SEQ ID NO:lS0), DLK-1 (SEQ ID NO;181), DLK-2 
(SEQ ID NO: 182), and DLK-2a (SEQ ID N0:183); and 

DmGPCR8 and an allatostatin that has a sequence with at least 90% sequence 
identity lo a sequence selected from the group consisring of AST-C (SEQ ID NO: 184) and 
DST-C (JsEQ ID NO: 185). 
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52 (New) j The method of claim 49 wherein said DmGPCR and said DmGPCR binding 
partner art selected from the group consisting of; 

DmGPCR I and a DmGPCRl binding partner has a sequence with at least 95% 
sequence identity to a sequence selected from the group consisting of SEQ ID NO: 186 and 
SEQIDljo: 187; 

i DmGPCRS and a drotachykinin that has a sequence with at least 95% 
sequence identity to a sequence selected from the group consisting o f DTK- 1 (SEQ ID 
NO:169), Mct8-DTK-2 (SEQ ID NO:170), DTK-2 (SEQ ID NO:l71), DTK-3 (SEQ ID 
NO:172), DTK-4 (SEQ ID NO:173), and DTK-5 (SEQ ID NO:174); 

DmGPCR7 and a leucokinin that has a sequence with at least 95% sequence 
identity to a sequence selected from the group consisting of LK-I (SEQ ID NO: 1 75), LK-V 
(SEQ ID NO: 176), LK-VT (SEQ ID NO:l77), LK-VHI (SEQ 1DN0:178), Culekinin (SEQ 
ID NO: 179), Ly71inaea lynmokinin (SEQ ID NO:180), DLK-1 (SEQ ID NO:l81), DLK-2 
(SEQ ID NO: 182), and DLK-2a (SEQ ID NO: 183); and 

| DmGPCRS and an allatostatin that has a sequence with at least 95% sequence 
identity to a sequence selected from the group consisting of AST-C (SEQ ID NO: 1 84) and 
DST-C(tEQIDNO:l85). 



53 (New). The method of claim 49 wherein said DmGPCR and said DmGPCR binding 
partner are selected from the group consisting of: 

! DmGPCRl and a DmGPCRl binding partner has a sequence with at least 99% 
sequence identity to a sequence selected from the group consisting of SEQ ID NO: 186 and 
SEQ ID NO: 187: 

DmGPCR5 and a drotachykinin that has a sequence with at least 99% 
sequence identity to a sequence selected from the group consisting of DTK-1 (SEQ ID 
NO:l69j, Met8-DTK-2 (SEQ ID NO: 170), DTK-2 (SEQ ID NO:171), DTK-3 (SEQ ID 
NO:172;j, DTK-4 (SEQ ID NO: 173), and DTK-5 (SEQ ID NO:174); 
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DmGPCR7 and a leucokinin that has a sequence with at least 99% sequence 
identity tcj a sequence selected from the group consisting of LK-I (SEQ ID NO: 175), LK-V 
(SEQ ID jiO: 176), L.K-V1 (SEQ ID NO: 177), LK-VOT (SEQ JD NO: 178), Culekinin (SEQ 
ID NO:179), Ly7linaea lynmokinin (SEQ ID NO:180), DLK-1 (SEQ ID NO: 181), DLK-2 
(SEQ ID NO: 182), and DLK-2a (SEQ ID NO: 183); and 

| DmGPCR8 and an allatostatin that has a sequence with at least 99% sequence 
identity to a sequence selected from the group consisting of AST-C (SEQ ID NO: 1 84) and 
DST-C (SEQ ID NO: 185). 



54 (Ncw)i 



The method of claim 49 wherein said DmGPCR and said DmGPCR binding 



partner aije selected from the group consisting of: 

• DmGPCRl and a DmGPCRl binding partner has a sequence selected from the 
group consisting of SEQ ID NO: 1 86 and SEQ ID NO: 1 87; 

j DmGPCRS and a drotachykinin that has a sequence selected from the group 
consisting of DTK- 1 (SEQ ID NO:l69), Met8-DTK-2 (SEQ ID NO: 170), DTK-2 (SEQ ID 
NO:l71)| DTK-3 (SEQ ID NO:172), DTK-4 (SEQ ID NO: 173), andDTK-5 (SEQ ID 
NO: 174); 

j DmGPCR7 and a leucokinin that has a sequence selected from the group 
consisting of LK-I (SEQ ID NO: 175), LK-V (SEQ ID NO:176), LK-VI (SEQ ID NO:177), 
LK-VHI |(SEQ ID NO:178), Odelcmin (SEQ ID NO:179), Ly7linaea lynmokinin (SEQ ID 
NO:180)| DLK-1 (SEQ ID NO: 181), DLK-2 (SEQ ID NO: 182), and DLK-2a (SEQ ID 
NO: 183)^ and 

I DmGPCR8 and an allatostatin that has a sequence selected from the group 
consisthjg of AST-C (SEQ ID NO: 184) and DST-C (SEQ ID NO: 185). 

i 

i 

55 (New!). The method according to claim 1 5, wherein said DmGPCR and said 
DmGPCR binding partner is selected from die group consisting of: 
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DmGPCRl and a DmCPCRl binding partner has a sequence with at least 70%. 
sequence identity to a sequence selected from the group consisting of SEQ ID NO: 1 86 and 
SEQ ID NO: 187; 

j DmGPCR5 and a drotachyltinia; 



DmGPCR7 and a leucokinin; and 
DmGPCRS and an allatostatin. 



56 (New)' The method according to claim 1 5, wherein said DmGPCR and said DmGPCR 
binding plrtner is selected from the group consisting of: 

j DmGPCRl and a DmGPCRl binding partner has a sequence with at least 80% 
sequence identity 10 a sequence selected from the group consisting of SEQ ID NO: 186 and 
SEQ ID NO: 187, 

DmGPCR5 and a drotachykinin that has a sequence with at least 80% 
sequence identity to a sequence selected from the group consisting of DTK- 1 (SEQ ID 
NO:l69), Met8-DTK-2 (SEQ ID NO: 170), DTK-2 (SEQ ID NO:17 1), DTK-3 (SEQ ID 
NO:172) DTIC-4 (SEQ ID NO: 173); and DTK-5 (SEQ ID NO:174); 

DmGPCR7 and a leucokinin that has a sequence with at least 80% sequence 
identity to a sequence selected from the group consisting of LK-I (SEQ ID NO: 1 75), LK-V 
(SEQ IDiNO:176), LK-VI (SEQ ID NO:177), LK-VIII (SEQ ID NO: 178), Culekinin (SEQ 
ID NO;lb), Ly7linaca lynmoldnin (SEQ ID NO:180), DLK-1 (SEQ ID NO:l81), DLK-2 
(SEQ ID NO: 1 82), and DLK-2a (SEQ ID NO: 1 83); and 

DmGPCR8 and an allatostatin that has a sequence with at least 80% sequence 
identity t!o a sequence selected from the group consisting of AST-C (SEQ ID NO: 1 84) and 
DST-C (JSEQ ID NO: 185). 

57 (Ncwi). The method according to claim 15, wherein said DmGPCR and said DmGPCR 
binding partner is selected from the group consisting of: 



10 
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DmGPCRl and a DmGPCRl binding partner has a sequence with at least 90% 
sequence identity to a sequence selected from the group consisting of SEQ ID NO: 186 and 
SEQIdJo:187; 

DmGPCR5 and a drotachykinin that has a sequence with at least 90% 
sequence identity to a sequence selected from the group consisting of DTK- 1 (SEQ ID 
NO:l69), MetS-DTK-2 (SEQ ID NO: 170), DTK-2 (SEQ ID NO:171), DTK-3 (SEQ ID 
NO:172), DTK-4 (SEQ ID NO: 173), and DTK-5 (SEQ ID NO:174); 

DmGPCR? and a leucokinin thai has a sequence with at least 90% sequence 
identity to a sequence selected from the group consisting of LK-I (SEQ ID NO: 175), LK-V 
(SEQ ID k>:176), LK-VI (SEQ ID NO:177), LK-VIII (SEQ ID NO;178), Culekinin (SEQ 
IDNO:179) 3 Ly7linaea lynmokinin (SEQ ID NO: 180), DLK-1 (SEQ ID NO:181) 5 DLK-2 
(SEQ ID jtfO: 182), and DLK-2a (SEQ ID NO: 183); and 

I DmGPCRS and an allatostatin that has a sequence with at least 90% sequence 
identity to a sequence selected from the group consisting of AST-C (SEQ ID NO; 184) and 
DST-C (^EQ ID NO: 185). 



58 (New). The method according to claim 15, wherein said DmGPCR and said DmGPCR 
binding i aitner is selected from the group consisting of: 

DmGPCRl and a DmGPCRl binding partner has a sequence with at least 95% 
sequencer identity to a sequence selected from the group consisting of SEQ ID NO: 186 and 
SEQ ID {jO: 187; 

! DmGPCR5 and a drotachykinin that has a sequence with at least 95% 
sequence identity to a sequence selected from the group consisting of DTK-1 (SEQ ID 
NO: 169)1 Met8-DTK-2 (SEQ ID NO: 170), DTK-2 (SEQ ID NO: 171), DTK-3 (SEQ ID 
NO: 172), DTK-4 (SEQ ID NO: 173), and DTK-5 (SEQ ID NO: 174); 

DmGPCR7 and a leucokinin that has a sequence with at least 95% sequence 
identity to a sequence selected from the group consisting of LK-I (SEQ ID NO: 175), LK-V 
(SEQ iriNO:176) 7 LK-VI (SEQ ID NO:177), LK-VI1I (SEQ ID NO:178), Culekinin (SEQ 



11 



PAGE 17/21 * RCVD AT 2/912007 5:13:21 PM [Eastern Standard Time] 1 SVR:USPTMFXRF-6J39 * DNIS:27M3Q0 1 CSID:215 665 2013 * DURATION (mm-ss):05-56 



BEST AVAILABLE COPY 

Fab-09-07 05 :18pm Frora-Cozan O'Connor - Philadelphia 215-565-2013 T-216 P. 01 8/021 F-540 



Docket No.: PHRM00O2-1O5/PC3O125A 
PATENT^ 



Appl. Number: 10/523,893 
Filed: 09/06/2005 



ID NO:17p), Ly71inaea Iynmokiiun (SEQ ID NO: 180), DLK-1 (SEQ ID NO: 181), DLK-2 
(SEQ ID N0:182), and DLK-2a (SEQ ID NO:183); and 

DmGPCR8 and an allatostatin that has a sequence with at least 95% sequence 
identity tq a sequence selected from the group consisting of AST-C (SEQ ID NO: 184) and 
DST-C (s|eQ ID NO: 185). 

59 (New)! The method according to claim 1 5 , wherein said DmGPCR and said DmGPCR 
binding partner is selected from the group consisting of: 

DmGPCRl and a DmGPCRl binding partner has a sequence with at least 99% 
sequence identity to a sequence selected from the group consisting of SEQ ID NO: 1 86 and 
SEQIDl}fO:l87; 

i DmGPCRS and a drotachykinin that has a sequence with at least 99% 
sequencelidentity to a sequence selected from the graup consisting of DTK-l (SEQ ID 
NO:l69)jMet8-DTK-2 (SEQ ID NO: 170), DTK-2 (SEQ ID NO: 171), DTK-3 (SEQ ID 
N0:172)| DTK-4 (SEQ ID NO: 173), and DTK-5 (SEQ ID NO: 174); 

I DmGPCR7 and a leucokinin that has a sequence with at least 99% sequence 
identity tb a sequence selected from the group consisting of LK-I (SEQ ID NO: 175), LK-V 
(SEQ ID NO-.176), LK-VI (SEQ ID NO: 177), LK-VIII (SEQ ID N0:178), Culekinin (SEQ 
lDNO:lj79),Ly71inaea lynmokinin (SEQ ID NO: 180), DLK-1 (SEQ ED NO: 181), DLK-2 
(SEQ IDjNO:l82), and DLK-2a (SEQ ID N0:183); and 

| DmGPCR8 and an allatostatin that has a sequence with at least 99% sequence 
identity to a sequence selected from the group consisting of AST-C (SEQ ID NO: 184) and 
DST-C (SEQ ID NO: 185). 



60 (Newj). The method accor ding to claim 15, wherein said DmGPCR and said DmGPCR 
binding partner is selected from me group consisting of: 

DmGPCRl and a DmGPCRl binding partner has a sequence selected from the 
group cc nsisting of SEQ ID NO: 1 86 and SEQ ID NO: 1 87; 
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DmGPCR5 and a drotachykinin that has a sequence selected from die group 
consisting of DTK- 1 (SEQ ID NO: 169), MetS-DTK-2 (SEQ ID NO:170), DTK-2 (SEQ ID 
NO:17l), DTK-3 (SEQ ID NO:172), DTK-4 (SEQ ID NO:173), and DTK-5 (SEQ ID 
NO:174); 

I DmGPCR7 and a leucokinin that has a sequence selected from the group 
consisting ofLK-I (SEQ ID NO:175), LK-V (SEQ ID NO:176), LK-VI (SEQ ID NO:177), 
LK-V1II (SEQ ID NO:178), Culekinin (SEQ ID NO:179), Ly7linaea lynmokinin (SEQ ID 
NO: 1 80) j DLK-1 (SEQ ID NO: 1 8 1) 5 DLK-2 (SEQ ID NO: 1 82), and DLK-2a (SEQ ID 
NO: 1 83) j and 

i DmGPCRS and an allatostatin that has a sequence selected from the group 
consisting of AST-C (SEQ ID NO:184) and DST-C (SEQ ID NO: 185). 
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